Supplementary Table 2. SORL1 3-SNP sliding window haplotype associations with hippocampal
volume in the combined sample.

SNP Haplotype

SNP Number SNP Position* typet Number< Global p Max p
1 rs6589878 120728302 UP 1 8.07E-01  8.54E-01
2 rs4936618 120729206 uP 2 7.19E-01  7.45E-01
3 rs891437 120729986 UP 3 7.04E-01  8.63E-01
4 rs12417012 120731232 uP 4 777E-01  8.42E-01
5 rs2043107 120735412 UP 5 9.20E-01  8.59E-01
6 rs10750187 120735435 uP 6 8.89E-01  7.98E-01
7 rs4936621 120738021 UP 7 7.74E01  7.97E-01
8 rs10790443 120739341 uP 8 7.98E-01  7.86E-01
9 rs10790444 120740339 UP 9 7.02E-01  6.61E-01
10 rs1529578 120740881 uP 10 8.53E-01  7.86E-01
11 rs1529579 120741081 UP 11 515E-01  4.45E-01
12 rs4935769 120742044 UP 12 172E-01  3.49E-01
13 rs4936625 120742455 UP 13 432E-01  4.37E-01
14 rs72991 120748926 UP 14 7.46E-01  8.46E-01
15 rs733435 120748971 UP 15 6.06E-01  5.72E-01
16 rs297526 120749220 uP 16 5156-01  3.41E-01
17 rs7116595 120751341 UP 17 520E-02  4.62E-01
18 rs297491 120760534 UP 18 498E-01  4.86E-01
19 rs6589880 120760909 UP 19 6.47E-01  5.44E-01
20 rs212501 120761319 UP 20 520E-01  4.97E-01
21 rs297487 120762304 UP 21 523E-01  5.14E-01
22 rs2370386 120763628 UP 22 450E-02  7.20E-02
23 rs003243 120764316 UP 23 9.90E-02  2.32E-01
24 rs2453146 120764691 UP 24 3.44E-01  6.78E-01
25 rs662738 120765567 UP 25 231E-01  2.13E-01
26 rs297502 120769026 UP 26 433E-01  4.55E-01
27 rs297503 120769636 UP 27 7.29E-01  6.48E-01
28 [s747220 120769768 uP 28 246E-01  1.19E-01
29 rs12290188 120771229 UP 29 219E-01  1.97E-01
30 rs297505 120772695 UP 30 354E-01  2.08E-01
31 1297510 120777056 UP 31 3.03E-01  8.99E-01
32 rs297511 120777561 UP 32 750E-02  2.99E-01
33 rs297513 120780516 UP 33 1.10E-01  2.61E-01
34 rs297517 120799570 UP 34 326E-01  2.30E-01
35 rs17125331 120807029 UP 35 592E-01  4.00E-01
36 rs17125333 120807856 UP 36 237E-01  6.60E-02
37 rs17125336 120808416 UP 37 253E-01  1.08E-01
38 rs17125342 120813518 UP 38 237E-01  1.82E-01
39 rs668053 120813735 UP 39 198E-01  1.86E-01
40 rs11218292 120815774 uP 40 232E-01  2.48E-01
41 rs4935774 120826964 UP 41 4.00E-02  2.12E-01
42 rs661057 120834164 ON 42 9.80E-02
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89 rs17125523 120979449 ON 89 2.50E-02 7.00E-02

90 151629493 120982306  ON 90 7.70E-02  6.30E-02
01 12282648 120983705  ON 01 7.00E-02
92 rs2282649 120984168  ON 92 1.94E-01  5.40E-02
93 1726601 120986617  ON 93 8.10E-02
94 rs1784931 120988148  ON 94 137E-01  7.50E-02
95 rs1010159 120988611  ON 95 3.34E-01  142E-01
96 rs1010158 ~ 120988861  ON 96 173E-01  141E-01
97 rs1614735 120998211  ON 97 451E-01  242E-01
98 17125558 120999237  ON 98 1.06E-01  8.30E-02
99 1510790448 121000765  ON 99 1.96E-03 [JERESY
100 110892761 121003094  ON 100 EAIRl  0.48E-03
101 1540860 121036098  DOWN 101 IRl 8.70E-04
102 1663175 121039037  DOWN 102 4.00E-03 [EEBWRIRIE
103 1647905 121040148  DOWN 103 XNl 1.12E-02
104 1568509 121041221  DOWN 104 3.50E-02 [ENVII0Y)
105 1531204 121045852 DOWN 105 (WERUN  2.20E-02
106 rs11218381 121067926  DOWN 106 3.01E-02 [EPIRE
107 110502260 121073107 DOWN 107 1.00E-03 [EEAPIVE
108 17337279 121073326  DOWN 108 3.40E-03 [N
109 152887763 121073389  DOWN 109 1.10E-03 KWW
110 10892771 121073472 DOWN 110 Pyl 8.93E-03
111 1540824 121080068  DOWN 111 3.69E-01  2.46E-01
112 151074086 121080305 DOWN 112 350E-01  2.39E-01
113 1662333 121084155 DOWN 113 771E-01  9.74E-01
114 1540029 121089627  DOWN 114 2.46E-01  1.64E-01
115 1618048 121089783  DOWN 115 2.40E-01  1.69E-01
116 1510790452 121090141  DOWN

117 192061 121093256 DOWN

*Position in base pairs according to NCBI build 36.3; t Describes if the SNP is upstream of SORL1 (UP), within SORL1 (ON) or
downstream of SORL1 (DOWN); 1 3-SNP haplotype number, starting from SNP number one. Each haplotype is created by the numbered
SNP plus the two after it in positional order, i.e. HAP 1 = rs6589878, rs4936618 and rs891437; Bold SNP names show the SNPs in
haplotypes previously reported associated with AD by Cuenco et al.; Global p measures significance of the entire set of haplotypes for the
locus subset. Max p shows the permuted p-value and the || | } EEIEEEEEEE in the last column indicate that the haplotype is associated
with hippocampal volume (p< 0.05). Compared to the discovery cohort, 1 SNP did not reach a call rate of 95% and 1 SNP showed a
frequency of less than 1% in the replication sample.



