Supplementary Table 1. SNP-by-SNP association analysis of the SORL1 gene with hippocampal volume in young healthy individuals from the BIG study
(117 SNPs included) in the 1.5T, 3.0T and combined samples. Significantly associated SNPs in bold (E p<0.05).

5T 0T Combined

SNP position Al A2|MAF P E B MI11 M12 M22|MAF P E B M1l M12 M22| MAF P E B MI11 M12 M22
rs6589878 120728302 A C | 0.05 079 1 1 525 488 494|005 051 1 1 NA 465 475|0.051 084 1 1 525 475 484
rs4936618 120729206 G T | 0.19 0.18 1 1 511 492 494 0.18 060 1 1 463 472 4.76(0.187 052 1 1 496 481 485
rs891437 120729986 T C | 032 042 1 1 508 493 492|032 053 1 1 453 479 4730318 097 1 1 483 485 482
rs12417012 120731232 A G | 0.04 070 1 1 550 486 495| 0.03 040 1 1 NA 468 4.75(0.030 037 1 1 550 4.78 4.84
rs2043107 120735412 C T | 0.03 023 1 1 NA 521 493|002 036 1 1 500 457 475|0.026 094 1 1 5.00 489 4.83
rs10750187 120735435 G A | 0.22 0.06 0.9 1 513 495 492|021 038 1 1 454 471 476(0.215 046 1 1 492 482 484
rs4936621 120738021 G A | 0.06 044 1 1 550 489 494|0.06 090 1 1 NA 469 475|0.057 061 1 1 550 478 4.84
rs10790443 120739341 T G | 0.32 0.27 1 1 510 494 491|032 053 1 1 454 479 473(0.321 080 1 1 484 486 4.82
rs10790444 120740339 A T | 0.22 0.06 0.9 1 513 495 492|021 033 1 1 450 471 4770216 049 1 1 489 482 484
rs1529578 120740881 C A | 0.06 045 1 1 550 489 494|0.06 090 1 1 NA 469 4.74|0.057 061 1 1 550 4.78 4.84
rs1529579 120741081 T G| 0.22 0.06 0.9 1 513 495 492|021 036 1 1 450 472 4.76|0.216 048 1 1 489 483 4.84
rs4935769 120742044 G A | 032 031 1 1 510 493 492|032 055 1 1 454 479 473|0.318 084 1 1 484 485 482
rs4936625 120742455 C T | 020 033 1 1 515 490 494|019 021 1 1 455 469 4770191 084 1 1 488 480 4.85
rs72991 120748926 A G | 0.28 0.26 1 1 511 493 492|029 076 1 1 458 477 4.74|0.286 061 1 1 487 484 483
rs733435 120748971 T G | 0.03 0.23 1 1 NA 521 493|002 035 1 1 500 450 4.75(0.024 092 1 1 500 489 483
rs297526 120749220 G C | 032 0.37 1 1 508 494 493|034 064 1 1 455 479 4720329 081 1 1 484 485 482
rs7116595 120751341 T G| 027 099 1 1 497 492 494|026 0.04 086 1 435 473 478|026 014 100 1 468 4.82 486
rs297491 120760534 T C | 027 046 1 1 503 496 492|026 0.04 083 1 438 475 477|027 033 1 1 472 485 484
rs6589880 120760909 T C | 025 077 1 1 500 491 496|023 0.03 079 1 433 475 476|024 0.08 096 1 467 4.83 485
rs212501 120761319 A G | 033 0.97 1 1 504 494 492|034 019 1 1 450 479 4.74(0.337 033 1 1 478 4.86 4.83
rs297487 120762304 A C | 0.03 0.23 1 1 NA 521 493|002 035 1 1 500 450 4.75(0.024 092 1 1 5.00 489 483
rs2370386 120763878 G C | 0.02 0.04 0.8 1 NA 523 493|002 083 1 1 NA 471 474(0.023 011 1 1 NA 498 483
rs903243 120764316 C G | 035 081 1 1 502 494 492|036 016 1 1 451 479 474|036 038 1 1 478 486 4.83
rs2453146 120764691 G A | 0.27 046 1 1 506 497 489|029 027 1 1 455 478 4.74(0.281 0.72 1 1 479 487 481
rs662738 120765567 G A | 0.29 0.65 1 1 507 489 496|031 029 1 1 452 479 473|0.299 026 1 1 479 484 484
rs297502 120769026 A G | 0.03 0.23 1 1 NA 521 493|002 035 1 1 5.00 450 4.75|0.024 092 1 1 5.00 489 483
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0.49
0.29
0.40
0.40
0.82
0.34

0.67
0.72
0.72
0.53
0.92
0.17
0.80
1

0.17 0.36
0.15 0.33

1
1
1
1
1
1

1

o
P o RP R R R R R R R P R R R P R R B

1
1
1
1
1
1
1

1

NA
4.96
4.94
4.99
4.95
4.93
4.94
4.94
4.81
NA
4.88
4.90
4.81
4.81
4.80
4.80
4.78
4.81
4.92
NA
4.77
4.78
4.96
4.78
4.96
5.00
5.00
4.93
5.00

4.98
4.84
4.85
4.84
4.84
4.85
4.85
4.85
4.83
4.71
4.82
4.83
4.80
4.80
4.80
4.80
4.84
4.78
4.74
5.00
4.82
4.81
4.85
4.84
4.86
4.84
4.84
4.82
4.85

4.83
4.78
4.80
4.80
4.80
4.77
4.79
4.80
4.87
4.84
4.83
4.82
4.94
4.94
4.93
4.96
4.87
4.93
4.90
4.84
4.91
4.93
4.81
4.83
4.80
4.82
4.82
4.84
4.81

position: in base pairs according to NCBI build 36.3; MAF: minor allele frequency; mean: mean value of hippocampal volume in cc; NA: Not Available; 11,12,22: genotypes based on alleles 1 and 2




