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FIGURE 1. Lack of Association of rs1321744 and Nearby Common Polymorphisms With Depression Symptom Improvement During

Antidepressant Treatment®
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@The top panel (obtained from the publically available source [http://www.broadinstitute.org/mpg/ricopili/l) shows lack of any significant association in
the region surrounding rs1321744. The bottom panel s a forest plot, showing no association in GENDEP, MARS, and STAR*D or in the meta-analysis of

the three studies.

Response to Uher et al.

TO THE EDITOR: Dr. Uher et al. attempted to replicate the
results of our study on pharmacogenetics of antidepres-
sants in Mexican Americans, using “the whole combined
sample analysis of 2,256 individuals from the United States
and Europe with major depressive disorder treated with
all types of antidepressants.” In genetics, the phenotype
is diagnosis; therefore, it is highly feasible to replicate
from Mexican Americans to other populations, as we have
previously done (1). In contrast, in pharmacogenetics, the
phenotype studied is drug response, which is a defined
clinical pharmacological outcome. Consequently, a valid rep-
lication would consist of a study in which the same drugs
were administered under the same conditions to the same
population: in our study, this was a prospective, placebo
lead-in pharmacogenetic double-blind trial of fluoxetine

396 ajp.psychiatryonline.org

versus desipramine for the treatment of major depression
in U.S.-based Mexican Americans, who were meticulously
assessed by us to exclude confounding variables, such as other
drugs or diagnoses. Those conditions were not met in the
work conducted by Uher et al.; therefore, their results do
not represent replication. They appeared to have used a ret-
rospective, convenience sample, consisting of subjects with
depression who took any antidepressants. That does not by
any means replicate our study design. Clinically, patients
respond specifically to some antidepressants and not to
others (2); therefore, responses to specific drugs need to be
individually assessed. Moreover, as we showed previously, at
least for the Mexican American population, variations in
allele frequency across this and other ethnic groups are
higher in many studies than statistically significant dif-
ferences between case and control subjects (2-4). It is
highly likely that this was the case in relation to the results
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FIGURE 2. Lack of Association of rs1321744 and Nearby Common Polymorphisms With Remission During Antidepressant Treatment®

8

6
= m1
g m 08
;'5 0.6
g 4 m 04
8 m 02
Ke)
o

p = 5.0e-08

40

20

Recombination rate (cM/Mb)

0
85900 86000
Chromosome 6 (kb)
rs1321744 T/C 6:85948463
— het_P: 0.97 het_lI: 0.0

ngt info p_value f_ca(n) f_co(n) In(OR) STDerr
gendep_mdremitl2_covar_ - 1.03 0.9 0.515(270) 0.522(321) -0.0157 0.125 ]
marsdichl12_locf. - 097 0667 0.535(198) 0.567(340) -0.0578 0.134 [ ]
stard_eur 1 099 065 0.523(330) 0.541(613) -0.0467 0.103 .

PCG3_0311c_dich12_0711 1

0.99 0.556 0.523(798) 0.543(1274) —-0.0403 0.0684

’

-0.3 -0.2 -01 0 01 0.2
In(OR), 95% CI

@The top panel (obtained from the publically available source [http://www.broadinstitute.org/mpg/ricopili/l) shows lack of any significant association in
the region surrounding rs1321744. The bottom panelis a forest plot, showing no association in GENDEP, MARS, and STAR*D or in the meta-analysis of

the three studies.

now reported by Uher et al. Because, to our knowledge, no
other study has obtained the same phenotype of response
to the same drugs in a prospective manner in the same
population, our results cannot be, at this point, subjected to
a true replication effort.

We strongly disagree with Uher et al. that “the comparison
between the reported results and the publicly available meta-
analysis cautions against accepting results from intensive
analyses of small samples without replication.” Mexican
Americans are the most rapidly growing ethnic group in the
United States. Several large areas of the United States now
have minority majority populations (i.e., their populations
predominantly consist of minority ethnic groups). Those
areas include the two most populous states: California (with
38,802,500 people [6.6% black or African American, 14.1%
Asian, 38.4% Hispanic, and 39.0% white/not Hispanic or
Latino]) and Texas (with 26,956,958 people [12.4% black or
African American, 4.3% Asian, 38.4% Hispanic, and 44.0%
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white/not Hispanic or Latino]) (5). Medical research has
been typically conducted in large, white non-Hispanic pop-
ulations, and the results may eventually trickle down much
later to ethnic minority groups in repetitive replication
studies, when those are conducted at all. Our approach
represents a paradigm shift in which health and medical
research disparities are addressed through innovative dis-
covery studies in minority populations. It is inappropriate to
suggest that intensive, focused studies cannot be conducted
and published on ethnic minority populations because in the
context of interethnic variations in allele frequencies, other
groups cannot immediately obtain the same results when
their convenience stock of frozen samples from Caucasian
subjects is queried.
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